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Tertiary Structure of Yeast Phenylalanine tRNA
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Tertiary Structure of Yeast Phenylalanine tRNA

RNA Secondary Structure



RNA Base Pairs

Guanine–Cytosine base pair Adenine–Uracil base pair

Uracil–Guanine wobble base pair
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Secondary Structure of Yeast Phenylalanine tRNA
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Maximum Base Pair Structure of Yeast Phenylalanine tRNA
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Weighted Maximum Base Pair Structure
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Stacking in Tertiary Structure of Yeast Phenylalanine tRNA
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Maximum Stacking Structure
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Weighted Maximum Stacking Structure
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Energy Based Prediction

Output of sir_graph (©)

mfold_util 4.4

Created Thu Nov 19 08:35:05 2009

dG = -20.34 [initially -22.90] yeast trna
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Energy Based Prediction

Output of sir_graph (©)
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