Metabolomics

Objective: To give a presentation of about 60 minutes at the end of the week covering the key aspects of integrative
genomics, which is the combined analysis of data from multiple sources/levels.

The questions and contents below are meant as motivators and need not be followed. Since we give several lectures on
IG, you should probably try to give a new angle in the presentation or focus on a few new and exciting publications.

The Big Questions Are:

What are the key classes of data (OMICS)?

What is the inherent variation in metabolomics?

What was the first metabolomics investigation?

Which omics classes are often combined in analysis?

What is the largest metabolomics studies to data?

Which models are used to analyze data?

What is the dimentions of data?

What is the methodological differences between metabolomics and proteomics?

Recommended literature is only meant to get you started. You might very well be able to find papers more suited for

your purpose.
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Trygg et al. (2006) Chemometrics in Metabonomics.

Lindon JC, Nicholson ]JK,2008 Spectroscopic and Statistical Techniques for Information Recovery in Metabonomics and Metabolomics.
Scholz M, Fiehn 0,2007,SetupX: A public study design database for metabolomic projects.
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mathematical solutions to characterising and interpreting complex biological NMR spectras.

Scott R, et al. (2008) Noninvasive metabolomic pro ling of human embryo culture media using Raman spectroscopy predicts embryonic
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