
Dynamics and Molecular Evolution of  Influenza  
 

Objective: To give a presentation of about 40-90 minutes at the end of the week covering the key aspects of 
influenza from epidemiology to molecular evolution.  

The questions and contents below are meant as motivators and need not be followed  

The Big Questions Are: 

• What is the 3D structure of the Influenza Virus? 
• What is the genomic structure of the virus? 
• Where does is belong in virus classification? 
• How does it function and replicate? 
• How widely does it infect in the animal kingdom? 
• Why does it come in epidemics instead of constant level infection? 
• What are the key parameters of flu infections (infectivity, period of sickness, mortality, ,..)?  
• What are the closest relatives to the influenza virus?  
• Does is have a standard phylogeny?  
• By which methods are Influenza annotated?  
• Has the 1918 virus been reliably identified?  
• How fast does it evolve?  Does it recombine? How does selection work on it? 

  
 

Recommended literature is only meant to get you started. You might very well be able to find papers more suited 
for your purpose.   
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