Project: Stochastic epidemic models.

Proposer: Eliane R. Rodrigues.

Brief Description: In this project we study the use of Markov chains models to under-
stand the infectious history of a virus. In particular, we will focus attention on the natural
history of the infection caused by the Human Papillomavirus (HPV) - the virus leading to
cases of cervical cancer. The aim is to understand through simulation and theoretical study
the behaviour of this infection and the impact of the introduction of a vaccine as preventive
measure in addition to other preventive mechanisms.

Theoretical /Simulation Project

Prerequisites: Markov chains, Bayesian Inference, Computing ability to code programs.
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